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<160> 37 



<170> FastSEQ for Windows Version 4.0 



<210> 1 

<211> 270 

<212> DNA 

<213> Homo sapiens 



<400> 1 

gtcaccacca tcaggacaag tgtaaccttt aagctaaatg aaggcaagtg tagtttgaaa 60 

aatgctgagc tgtttcccga gggtctgcga ccagcactac cagagaagca cagctcagta 120 

aaagagagct tccgctacgt aaaccttaca tgcagctctg gcaagcaagt cccaggagcc 180 

cctggccgac caagcacccc taaggaaatg tttatcactg ttgagtttga gcttgaaact 240 

aaccaaaagg aggtgacagc ttcttgtgac 270 



<210> 2 

<211> 275 

<212> DNA 

<213> Homo sapiens 



<400> 2 

ggaaatgttt atcactgttg agtttgagct tgaaactaac caaaaggagg tgacagcttc 60 

ttgtgacctg agctgcatcg taaagcgaac cgagaagcgg ctccgtaaag ccatccgcat 120 

gctcagaaag gccgtccaca gggagcagtt tcacctccag ctctcaggca tgaacctcga 180 

cgtggctaaa aagcctccca gaacatctga acgccaggca gagtcctgtg gagtgggcca 240 

gggtcatgca gaaaaccaat gtgtcagttg caggg 275 
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<210> 3 

<211> 254 

<212> DNA 

<213> Homo sapiens 



<400> 3 

agcggctccg taaagccatc cgcacgctca gaaaggccgt ccacagggag cagtttcacc 60 

tccagctctc aggcatgaac ctcgacgtgg ctaaaaagcc tcccagaaca tctgaacgcc 120 

aggcagagtc ctgtggagtg ggccagggtc atgcagaaaa ccaatgtgtc agttgcaggg 180 

ctgggaccta ttatgatgga gcacgagaac gctgcatttt atgtccaaat ggaaccttcc 240 

aaaatgagga agga 254 



<210> 4 

<211> 225 

<212> DNA 

<213> Homo sapiens 



<400> 4 

ggaaggacaa atgacttgtg aaccatgccc aagaccagga aattctgggg ccctgaagac 60 

cccagaagct tggaatatgt ctgaatgtgg aggtctgtgt caacctggtg aatattctgc 120 

agatggcttt gcaccttgcc agctctgtgc cctgggcacg ttccagcctg aagctggtcg 180 

aacttcctgc ttcccctgtg gaggaggcct tgccaccaaa catca 225 



<210> 5 

<211> 245 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<222> (91) . . . (91) 

<223> n = a or g or c or t/u, unknown, or other at 
position 91 



<400> 5 

ctgtggagga ggccttgcca ccaaacatca gggagctact tcctttcagg actgtgaaac 60 

cagagttcaa tgttcacctg gacatttcta naacaccacc actcaccgat gtattcgttg 120 

cccagtggga acataccagc ctgaatttgg aaaaaataat tgtgtttctt gcccaggaaa 180 

tactacgact gactttgatg gctccacaaa cataacccag tgtaaaaaca gaagatgtgg 240 

agggg 245 



<210> 6 
<211> 206 
<212> DNA 

<213> Homo sapiens 
<400> 6 

gttcacctgg acatttctac aacaccacca ctcaccgatg tattcgttgc ccagtgggaa 60 
cataccagcc tgaatttgga aaaaataatt gtgtttcttg cccaggaaat actacgactg 120 
actttgatgg ctccacaaac ataacccagt gtaaaaacag aagatgtgga ggggagctgg 180 
gagatttcac tgggtacatt gaatcc 206 

<210> 7 

<211> 181 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc_f eature 
<222> (55) . . . (55) 

<223> n = a or g or c or t/u, unknown, or other at 
position 55 



<221> misc_feature 
<222> (162) . . . (162) 

<223> n = a or g or c or t/u, unknown, or other at 
position 162 



<400> 7 

tgaatcccca aactacccaq qcaattaccc agccaacacc gagtgtacgt ggacnatcaa 60 

cccacccccc aagcgccgca tcctgatcgt ggtccctgag atcttcctgc ccatagagga 120 

cgactgtggg gactatctgg tgatgcggaa aacctcttca tncaattctg tgacaacata 180 

t 181 



<210> 8 

<211> 280 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> jnisc_f eature 
<222> (81) . . . (81) 

<223> n = a or g or c or t/u, unknown, or other at 
position 81 



<221> misc_feature 
<222> (125) . . . (125) 

<223> n = a or g or c or t/u, unknown, or other at 
position 125 

<221> misc_f eature 
<222> (174 ) . (174) 

<223> n = a or g or c or t/u, unknown, or other at 
position 174 



acctacgaac gccccatcgc cttcacctcc aggtcaaaga 60 

nccaatgaag ggaacagcgc tagagggttc caggtcccat 120 

taccaggaac tcattgaaga catagttcga gatngcaggc 180 

caggaaatac ttaaggataa gaaacttatc aaggctctgt 240 

cagaactatt tcaagtacac 28 0 

<210> 9 

<211> 261 

<212> DNA 

<213> Homo sapiens 



<400> 8 

caacatatga aacctgccag 
agctgtggat tcagttcaag 
acgtnacata tgatgaggac 
tctatgcatc tgagaaccat 
ttgatgtcct ggcccatccc 



<220> 

<221> misc_feature 
<222> (79) . . . (79) 

<223> n = a or g or c or t/u, unknown, or other at 
position 79 



<221> misc feature 
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<222> (258) . . . (258) 

<223> n = a or g or c or t/u, unknown, or other at 
position 258 



<400> 9 



gaaacttatc 
agcccaggag 
gtccaggttt 
tgctataggg 
gctgcctccc 



aaggctctgt ttgatgtcct ggcccatccc cagaactatt tcaagtacac 

tcccgagana tgtttccaag atcgttcatc cgattgctac gttccaaagt 

ttgagacctt acaaatgact cagcccacgt gccactcaat acaaatgttc 

ttggtgggac agagctgtct tccttctgca tgtcagcaca gtcgggtatt 
gtatcagnga c 



60 
120 
180 
240 
261 



<210> 10 
<211> 282 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
<222> (76) . . . (76) 

<223> n = a or g or c or t/u, unknown, or other at 
position 76 

<221> misc_f eature 
<222> (132) . . . (132) 

<223> n = a or g or c or t/u, unknown, or other at 
position 132 

<221> misc^f eature 
<222> (212) . . . (212) 

<223> n = a or g or c or t/u, unknown, or other at 
position 212 

<221> misc_feature 
<222> (248) . . . (248) 

<223> n - a or g or c or t/u, unknown, or other at 
position 248 

<400> 10 

ctcagcccac gtgccactca atacaaatgt tctgctatag ggttggtggg acagagctgt 60 

cttccttctg catgtnagca cagtcgggta ttgctgcctc ccgtatcagt gactcattag 120 

agttcaattt tnatagataa tacagatatt ttggtaaatt gaacttggtt tttctttccc 180 

agcatcgtgg atgtagactg agaatggctt tnagtggcat cagcttctca ctgctgtggg 240 

cggatgtntt ggatagatca agggctggct gagctggact tt 282 

<210> 11 
<211> 210 
<212> DNA 

<213> Homo sapiens 
<400> 11 

gagaatggct ttgagtggca tcagcttctc actgctgtgg gcggatgtct tggatagatc 60 
aagggctggc tgagctggac tttggtcagc ctaggtgaga ctcacctgtc cttctggggt 120 
cttactcctc ctcaaggagt ctgtagtgga aaggaggcca cagaataagc tgcttattct 180 
gaaacttcag cttcctctag cccggccctc 210 



<210> 12 
<211> 279 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 
<222> (171) . . . (171) 

<223> n = a or g or c or t/u, unknown, or other at 
position 171 



<400> 12 

tcacctgtcc ttctggggtc ttactcctcc tcaaggagtc agtagtggaa aggaggccac 60 

agaataagct gcttattctg aaacttcagc ttcctctagc ccggccctct ctaagggagc 120 

cctctgcact cgtgtgcagg ctctgaccag gcagaacagg caagagggga nggaaggaga 180 

cccctgcagg ctccctccac ccaccttgag acctgggagg actcagtttc tccacagcct 240 

tctccagcct gtgtgataca agtttgatcc caggaactt 279 



<210> 13 

<211> 289 

<212> DNA 

<213> Homo sapiens 



<400> 13 

atgtctccag aagtgcttag tttttattta tttctaattc tttctgcttt tttttttcac 60 

gagcactgct tagaactcaa gttcctggga tcaaacttgt atcacacagg ctggagaagg 120 

ctgtggagaa actgagtcct cccaggtctc aaggtgggtg gagggagcct gcaggggtct 180 

ccttccctcc cctcttgcct gttctgcctg gtcagagcct gcacacgagt gcagagggct 240 

cccttagaga gggccgggct agaggaagct gaagtttcag aataagcag 289 



<210> 14 

<211> 199 

<212> DNA 

<213> Homo sapiens 



<400> 14 

actaagcact tctggagaca taataatgta catttattgc cagccttcct cgttgcaagc 60 

ttccaccctg cagcaaatgc actatgctga ctctcgcacc ttcagctgtg ccctctgaca 120 

ctctgctggc cattgcctga gggactgggg agttcaggtg aaatgtaatt tcctcagtgg 180 

atgagaatca tcaattgtc 199 



<210> 15 

<211> 1949 

<212> DNA 

<213> Homo sapiens 



<400> 15 

ggaaatgttt atcactgttg agtttgagct tgaaactaac caaaaggagg tgacagcttc 60 

ttgtgacctg agctgcatcg taaagcgaac cgagaagcgg ctccgtaaag ccatccgcat 120 

gctcagaaag gccgtccaca gggagcagtt tcacctccag ctctcaggca tgaacctcga 180 

cgtggctaaa aagcctccca gaacatctga acgccaggca gagtcctgtg gagtgggcca 240 

gggtcatgca gaaaaccaat gtgtc. agttg cagggctggg acctattatg atggagcacg 300 

agaacgctgc attttatgtc caaatggs--ic cttccaaaat gaggaaggac aaatgacttg 360 

tgaaccatgc ccaagaccag gaaatr.ctgg ggccctgaag accccagaag cttggaatat 420 

gtctgaatgt ggaggtctgt gtcaacctgg tgaatattct gcagatggct ttgcaccttg 480 

ccagctctgt gccctgggca cgttccagcc tgaagctggt cgaacttcct gcttcccctg 540 

tggaggaggc cttgccacca aacatcaggg agctacttcc tttcaggact gtgaaaccag 600 

agttcaatgt tcacctggac atttctacaa caccaccact caccgatgta ttcgttgccc 660 

agtgggaaca taccagcctg aatttggaaa aaataattgt gtttcttgcc caggaaatac 720 
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tacqactgac tttgatggct ccacaaacat aacccagtgt aaaaacagaa gatgtggagg 780 

ggagctggga gatttcactg ggtacattga atccccaaac tacccaggca attacccagc 840 

caacaccgag tgtacgtgga ccatcaaccc accccccaag cgccgcatcc tgatcgtggt 900 

ccctgagatc ttcctgccca tagaggacga ctgtggggac tatctggtga tgcggaaaac 960 

ctcttcatcc aattctgtga caacatatga aacctgccag acctacgaac gccccatcgc 1020 

cttcacctcc aggtcaaaga agctgtggat tcagttcaag tccaatgaag ggaacagcgc 1080 

tagagggttc caggtcccat acgtgacata tgatgaggac taccaggaac tcattgaaga 1140 

catagttcga gatggcaggc tctatgcatc tgagaaccat caggaaatac ttaaggataa 1200 

gaaacttatc aaggctctgt ttgatgtcct ggcccatccc cagaactatt tcaagtacac 1260 

agcccaggag tcccgagaga tgtttccaag atcgttcatc cgattgctac gttccaaagt 1320 

gtccaggttt ttgagacctt acaaatgact cagcccacgt gccactcaat acaaatgttc 1380 

tgctataggg ttggtgggac agagctgtct tccttctgca tgtcagcaca gtcgggtatt 1440 

gctgcctccc gtatcagtga ctcattagag ttcaattttt atagataata cagatatttt 1500 

ggtaaattga acttggtttt tctttcccag catcgtggat gtagactgag aatggctttg 1560 

agtggcatca gcttctcact gctgtgggcg gatgtcttgg atagatcaag ggctggctga 1620 

gctggacttt ggtcagccta ggtgagactc acctgtcctt ctggggtctt actcctcctc 1680 

aaggagtctg tagtggaaag gaggccacag aataagctgc ttattctgaa acttcagctt 1740 

cctctagccc ggccctctct aagggagccc tctgcactcg tgtgcaggct ctgaccaggc 1800 

agaacagtca agaggggagg gaaggagacc cctgcaggct ccctccaccc accttgagac 1860 

ctgggaggac tcagtttctc cacagccttc tccagcctgt gtgatacaag tttgatccca 1920 

ggaacttgag ttctaagcag tgctcgtga 1949 

<210> 16 

<211> 2386 

<212> DNA 

<213> Homo sapiens 

<400> 16 

gtcaccacca tcaggacaag tgtaaccttt aagctaaatg aaggcaag'zg tagtttgaaa 60 

aatgctgagc tgtttcccga gggtctgcga ccagcactac cagagaagca cagctcagta 120 

aaagagagct tccgctacgt aaaccttaca tgcagctctg gcaagcaagt cccaggagcc 180 

cctggccgac caaqcacccc taagqaaatq tttatcactg ttgagtttga gcttgaaact 240 

aaccaaaagg aggtgacagc ttcttgtgac ctgagctgca tcgtaaagcg aaccgagaag 300 

cggctccgta aagccatccg catgctcaga aaggccgtcc acagggagca gtttcacctc 360 

cagctctcag gcatgaacct cgacgtggct aaaaagcctc ccagaacatc tgaacgccag 420 

gcagagtcct gtggagtggg ccagggtcat gcagaaaacc aatgtgtcag ttgcagggct 480 

gggacctatt atgatggagc acgagaacgc tgcattttat gtccaaatgg aaccttccaa 540 

aatgaggaag gacaaatgac ttgtgaacca tgcccaagac caggaaattc tggggccctg 600 

aagaccccag aagcttggaa tatgtctgaa tgtggaggtc tgtgtcaacc tggtgaatat 660 

tctgcagatg gctttgcacc ttgccagctc tgtgccctgg gcacgttcca gcctgaagct 720 

ggtcgaactt cctgcttccc ctgtggagga ggccttgcca ccaaacatca gggagctact 780 

tcctttcagg actgtgaaac cagagttcaa tgttcacctg gacatttcta caacaccacc 840 

actcaccgat gtattcgttg cccagtggga acataccagc ctgaatttgg aaaaaataat 900 

tgtgtttctt gcccaggaaa tactacgact gactttgatg gctccacaaa cataacccag 960 

tgtaaaaaca gaagatgtgg aggggagctg ggagatttca ctgggtacat tgaatcccca 1020 

aactacccag gcaattaccc agccaacacc gagtgtacgt ggaccatcaa cccacccccc 1080 

aagcgccgca tcctgatcgt ggtccctgag atcttcctgc ccatagagga cgactgtggg 1140 

gactatctgg tgatgcggaa aacctcttca tccaattctg tgacaacata tgaaacctgc 1200 

cagacctacg aacgccccat cgccttcacc tccaggtcaa agaagctgtg gattcagttc 1260 

aagtccaatg aagggaacag cgctagaggg ttccaggtcc catacgtgac atatgatgag 1320 

gactaccagg aactcattga agacatagtt cgagatggca ggctctatgc atctgagaac 1380 

catcaggaaa tacttaagga taagaaactt atcaaggctc tgtttgatgt cctggcccat 1440 

ccccaqaact atttcaagta cacagcccag gagtcccgag agatgtttcc aagatcgttc 1500 

atccgattgc tacgttccaa agtgtccagg tttttgagac cttacaaatg actcagccca 1560 

cgtgccactc aatacaaatg ttctgctata gggttggtgg gacagagctg tcttccttct 1620 

gcatgtcagc acagtcgggt attgctgcct cccgtatcag tgactcatta gagttcaatt 1680 

tttatagata atacagatat tttggtaaat tgaacttggt ttttctctcc ^^gcatcgtg 1740 
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gatgtagact 
tggatagatc 
cttctggggt 
tgcttattct 
tcgtgtgcag 
gctccctcca 
tgtgtgatac 
agcagaaaga 
ttattgccag 
tcgcaccttc 
tcaggtgaaa 



gagaatggct ttgagtggca tcagcttctc actgctgtgg gcggatgtct 

aagggctggc tgagctggac tttggtcagc ctaggtgaga ctcacctgtc 

cttactcctc ctcaaggagt ctgtagtgga aaggaggcca cagaataagc 

gaaacttcag cttcctctag cccqqccctc tctaagggag ccctctgcac 

gctctgacca ggcagaacag gcaagagggg agggaaggag acccctgcag 

cccaccttga gacctgggag gactcagttt ctccacagcc ttctccagcc 

aagtttgatc ccaggaactt gagttctaag cagtgctcgt gaaaaaaaaa 

attagaaata aataaaaact aagcacttct ggagacataa taatgtacat 

ccttcctcgt tgcaagcttc caccctgcag caaatgcact atgctgactc 

agctgtgccc tctgacactc tgctggccat tgcctgaggg actggggagt 
tgtaatttcc tcagtggatg agaatcatca attgtc 



1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2386 



<210> 17 
<211> 68 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> pNICY Sequence 
<400> 17 

agctcggaat tccgagcttg gatcctctag agcggccgcc gactagtgag ctcgtcgacc 60 
cgggaatt 68 

<210> 18 
<211> 68 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pNICY Sequence 
<400> 18 

aattaattcc cgggtcgacg agctcactag tcggcggccg ctctagagga tccaagctcg 60 
gaattccg 68 

<210> 19 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Universal Primer 
<400> 19 

agcggataac aatttcacac agga 24 

<210> 20 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Universal Primer 



<400> 20 

tgtaaaac^a cggccagt 



18 



<210> 21 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Custom Sequencing Primer 
<400> 21 

tcccagaaca tctgaacgcc 

<210> 22 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Custom Sequencing Primer 
<400> 22 

accactcacc gatgtattcg 

<210> 23 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Custom Sequencing Primer 
<400> 23 

ttcctgccca tagaggacga 

<210> 24 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Custom Sequencing Primer 
<400> 24 

gcatgtcagc acagtcgggt 

<210> 25 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Custom Sequencing Primer 
<400> 25 

atctatccaa gacatccgcc 



<210> 26 



<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Custom Sequencing Primer 
<400> 26 

ggactcctgg gctgtgtact 

<210> 27 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Custom Sequencing Primer 
<400> 27 

gttcccactg ggcaacgaat 

<210> 28 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Custom Sequencing Primer 
<400> 28 

ggaggctttt tagccacgtc 

<210> 29 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Sense RT-PCR Primer 
<400> 29 

tacaacacca ccactcacc 

<210> 30 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense RT-PCR Primer 
<400> 30 

ttccgcatca ccagatag 



<210> 31 
<211> 516 
<212> PRT 
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<213> Homo sapiens 



<400> 31 



\7 -a 1 

V ai 


1 nr 


i nr 


i le 


Arg 


i nr 


Ser 


V ai 


i nr 


rne 


Lys 


Leu 


Asn 


Pill 

blU 


P 1 t r 

biy 


Lys 


i 








c 










1 n 










1 0 




K^ys 


oer 


Leu 


Lys 


Asn 




b J. U 


Leu 


t ilfcr 


fro 


Pin 
b -L U 


p 1 \j 
biy 


Leu 


Arg 


Pro 


Aia 








9 n 
^ u 










Z 3 










"x n 






Lie u 


D v~ ^ 




Lys 




J. 


C d *- 

o t; r 


V a ± 


Lys 


Pill 

vo -L U 




IT I 


Arg 


Tyr 


Val 


As n 






1. ^ 










A n 


















Leu 


i nr 


Cys 


Ser 


Ser 


biy 


Lys 


bin 


vai 


Pro 


P 1 17 

biy 


Ala 


Pro 


biy 


Arg 


Pro 














0 D 










DU 










C r-L V- 

ber 


i nr 


Pro 


Lys 


blU 


lyjet. 


rne 


lie 


i nr 


V ai 


Pin 

blU 


rne 


Pin 

blU 


Leu 


blU 


1 nr 


D3 










70 










7 D 










O A 
80 


Asn 


Gin 


Lys 


Glu 


Val 


1 nr 


Ala 


ber 


bys 


TV _ _ 

Asp 


Leu 


ber 


Cys 


lie 


Val 


Lys 




















n A 










y 0 




Arg 


Thr 


fill 

blU 


Lys 


Arg 


Leu 


Arg 


Lys 


Ala 


lie 


Arg 


lyie c 


Leu 


Arg 


Lys 


Ala 








1 UU 










105 










T T A 

110 






Val 


His 


Arg 


Glu 


Gin 


Phe 


His 


Leu 


Gin 


Leu 


Ser 


Gly 


Met 


Asn 


Leu 


Asp 






115 










120 










125 








Val 


Ala 


Lys 


Lys 


Pro 


Pro 


Arg 


Thr 


Ser 


Glu 


Arg 


bin 


Ala 


blU 


Ser 


Cys 




130 










135 










140 










Gly Val 


bly 


Gin 


biy 


His 


Ala 


biU 


Asn 


bin 


bys 


Val 


Ser 


bys 


Arg 


Ala 


145 










150 










155 










160 


Gly 


Thr 


Tyr 


Tyr 


Asp 


Gly Ala 


Arg 


Glu 


Arg 


Cys 


He 


Leu 


Cys 


Pro 


Asn 










165 










170 










175 




Gly 


Thr 


Phe 


Gin 


Asn 


Glu 


Glu 


biy 


bin 


Met 


Thr 


Cys 


blU 


Pro 


Cys 


Pro 








180 










185 










190 






Arg 


Pro 


Gly 


Asn 


Ser 


Gly Ala 


Leu 


Lys 


Thr 


Pro 


Glu 


Ala 


Trp 


Asn 


Met 






195 










200 










205 








Ser 


Glu 


Cys 


biy 


biy 


Leu 


Cys 


bin 


Pro 


biy 


blU 


Tyr 


ber 


Ala 


Asp 


biy 




210 










215 










zzO 










Phe 


Ala 


Pro 


Cys 


bin 


Leu 


Cys 


Ala 


Leu 


biy 


i nr 


TDK & 

irne 


bin 


Pro 


Pin 

blU 


Ala 


225 










230 










O O CI 










O /I A 

z4 (J 


Gly Arg 


Thr 


Ser 


Cys 


Phe 


Pro 


Cys 


biy 


biy 


biy 


Leu 


Ala 


i nr 


Lys 


nlS 










Z 4 b 










OCA 

z oU 










O CL C 

ZOO 




Gin 


Gly 


Ala 


Thr 


ber 


Phe 


Gin 


Asp 


Cys 


p 1 1 -1 
blU 


i nr 


Arg 


vai 


P 1 r^ 

bin 


Cys 


O y-i v~ 

ber 








o £r n 










O C CL 
Z DO 










OTA 

z /U 






Pro 


Gly 


His 


Phe 


Tyr 


Asn 


Thr 


Thr 


Thr 


His 


Arg 


Cys 


He 


Arg 


Cys 


Pro 






one 










o o n 
ZoU 










o Q c; 
ZO D 








Val 


Gly 


1 nr 


Tyr 


bin 


Pro 


Glu 


rne 


Gly 


Lys 


Asn 


Asn 


Cys 


vai 


ber 


Cys 




290 










295 










"5 n n 










Pro 


Gly 


Asn 


i nr 


i nr 


Thr 


Asp 


fne 


Asp 


biy 


ber 


i nr 


As n 


T 1 o 

lie 


1 nr 


Pin 

bin 


305 










310 










Tic; 
olo 










T O A 

oz U 


Cys 


Lys 


Asn 


Arg 


Arg 


Cys 


Gly 


biy 


blU 


Leu 


biy 


Asp 


rne 


i nr 


biy 


Tyr 










T O 










T T n 










"3 "5 
J J 0 




He 


Glu 


Ser 


Pro 


Asn 


Tyr 


Pro 


biy 


Asn 


Tyr 


Pro 


311 n 

Mxa 


Asn 


i nr 


bJ-U 


Cys 








j4 U 










"3 /I c; 
















Thr 


Trp 


T" K -K- 

I nr 


lie 


Asn 


Pro 


Pro 


Pro 


Lys 


Arg 


Arg 


T 1 ci 

1 xe 


Leu 


T 1 

1 ±e 


va 1 


\73 1 

V a X 






355 










360 










n c 

355 








Pro 


■olu 


I.Te 


Phe 


Leu 


Pro 


He 


Glu 


Asp 


Asp 


Cys 


Gly 


Asp 


Tyr 


Leu 


Val 




3 70 










375 










380 










Met 


Arg 


Lys 


Thr 


Ser 


Ser 


Ser 


Asn 


Ser 


Val 


Thr 


Thr 


Tyr 


Glu 


Thr 


Cys 


385 










390 










395 










400 


Gin 


Thr 


Tyr 


Glu 


Arg 


Pro 


He 


Ala 


Phe 


Thr 


Ser 


Arg 


Ser 


Lys 


Lys 


Leu 










405 










410 










415 




Trp 


He 


Gin 


Phe 


Lys 


Ser 


Asn 


Glu 


Gly 


Asn 


Ser 


Ala 


Arg 


Gly 


Phe 


Gin 








420 










425 










430 
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Val 


Pro 


Tyr 
435 


Val 


Thr 


Tyr 


Asp 


Glu 
440 


Asp 


Tyr 


Gin 


Glu 


Leu 
445 


He 


Glu 


Asp 


lie 


Val 


Arg 


Asp 


Gly 


Arg 


Leu 

HDD 


Tyr 


Ala 


Ser 


GiU 


Asn 

H DU 


His 


Gin 


Glu 


He 


Leu 


Lys 


Asp 


Lys 


Lys 


Leu 


lie 


Lys 


Ala 


Leu 


Phe 


Asp 


Val 


Leu 


Ala 


His 


465 










470 










475 










480 


Pro 


Gin 


Asn 


Tyr 


Phe 
485 


Lys 


Tyr 


Thr 


Ala 


Gin 
490 


Glu 


Ser 


Arg 


Glu 


Met 
495 


Phe 


Pro 


Arg 


Ser 


Phe 


He 


Arg 


Leu 


Leu 


Arg 


Ser 


Lys 


Val 


Ser 


Arg 


Phe 


Leu 



500 505 510 



Arg Pro Tyr Lys 
515 

<210> 32 
<211> 29 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Peptide 
<400> 32 

Thr Phe Gin Asn Glu Glu Gly Gin Met Thr Cys Glu Pro Cys Pro Arg 

15 10 15 

Pro Gly Asn Ser Gly Ala Leu Lys Thr Pro Glu Ala Trp 
20 25 

<210> 33 
<211> 28 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Peptide 
<400> 33 

Thr Thr Thr His Arg Cys He Arg Cys Pro Val Gly Thr Tyr Gin Pro 

15 10 15 

Glu Phe Gly Lys Asn Asn Cys Val Ser Cys Pro Gly 
20 25 

<210> 34 
<211> 45 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Peptide 
<400> 34 

Thr Gin Cys Lys Asn Arg Arg Cys Gly Gly Glu Leu Gly Asp Phe Thr 

15 10 15 

Gly Tyr He Glu Ser Pro Asn Tyr Pro Gly Asn Tyr Pro Ala Asn Thr 

20 25 30 

Glu Cys Thr Trp Thr He Asn Pro Pro Pro Lys Arg Arg 
35 40 45 



12/12 



<210> 35 
<211> 31 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Peptide 
<400> 35 

Phe Thr Ser Arg Ser Lys Lys Leu Trp lie Gin Phe Lys Ser Asn Glu 

15 10 15 

Gly Asn Ser Ala Arg Gly Phe Gin Val Pro Tyr Val Thr Tyr Asp 
20 25 30 

<210> 36 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Flag Peptide 
<400> 36 

Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 

<210> 37 
<211> 21 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Myc/His Peptide 
<400> 37 

Glu Gin Lys Leu He Ser Glu Glu Asp Leu Asn Met His Thr Glu His 

15 10 15 

His His His His His 
20 



